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Abstract: The human oral microbial community consists of more than 700 kinds of bacteria, fungi, viruses and so on. Oral
microorganisms are closely related to dental caries, periodontal disease, pulp and periapical infection and other oral diseases such as
cardiovascular diseases. The traditional view is that oral key pathogenic dominant bacteria are the key factors in the occurrence and
development of related diseases. In recent years, with the implementation of the “Human Microbiome Project” and the development
of metagenic related projects, the understanding of oral microbial community has been deepened, the ecological imbalance theory of
community structure has been supported, and the big data information of oral microbial community has been transformed into clinical
treatment means with practical application value, which is of great significance. This paper introduces the relationship between oral
microbial community and diseases, and points out the new idea of establishing disease diagnosis and treatment system based on

microbial community information to realize individual disease diagnosis and treatment.
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