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Abstract: Multiple myeloma (MM) is a common malignant plasma cell disease, whose pathogenesis is still not fully understood. In
recent years, more and more studies have shown that tiny RNA (miRNA) plays an important role in the occurrence and development
of MM. The miRNA is a class of non-coding RNA molecules of about 20 ~ 25 nucleotides in length, able to regulate gene expression
by binding to the mRNA of the target genes. In MM, the abnormal miRNA expression is associated with proliferation, apoptosis, and
cell cycle regulation, as well as the tumor microenvironment. This paper summarizes the role of miRNA in the pathogenesis of MM

and discusses the possibility of a miRNA as a potential therapeutic target.
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