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Screening Key Genes in the Progression of Diabetic Retinopathy Based on Bioinformatics
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Abstract: Objective: To screen key genes in Diabetic retinopathy (DR) and explore new therapeutic targets by means of
bioinformatics analysis. Methods: The DR-related mRNA microarray data were retrieved from GEO database, and differentially
expressed genes (DEGs) were analyzed using R packets, then enrichment analysis was performed and protein-protein interaction
network was constructed. Results: A total of 415 DeGs were screened, including 21 up-regulated genes and 394 down-regulated
genes. PPI network analysis results in a network diagram containing 402 nodes and 146 connections. Cytoscape software was used
to select RHO, GNAT1, RDH10, PDE6B, GNAT2, PDE6A, PDE6G, TYR, GNGTI1 and RGS9BP. Conclusion: The differential

expression genes, core genes and PPI network map of DR Can provide potential targets for the treatment of DR.
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