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Abstract: Non-syndromic deafness is a common type of hereditary deafness, and GJB2 gene mutations account for about half
of them; therefore, GIB2 gene mutations are a common part of audiological consultations for deafness and maternal prenatal
diagnosis in clinical settings. In recent years, the application of transcriptome sequencing technology has allowed us to analyze the
corresponding patients at the transcriptional level. In the future, the application of multi-omics co-sequencing technologies can help
to obtain the expression of each mutant type of the deafness gene, to analyze the results of genetic screening as early as possible, and

to provide theoretical references for early prevention and treatment of deafness.
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